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cases in Brazil from 2009 to 2016. 

Gorla MC, Pinhata JMW, Dias UJ, de Moraes C, Lemos AP. 

J Med Microbiol. 2018 May 2. doi: 10.1099/jmm.0.000743. [Epub ahead of print] 

PMID: 29717974 

  

Migration and tuberculosis transmission in a middle-income country: a cross-sectional study in a 

central area of São Paulo, Brazil. 

Pescarini JM, Simonsen V, Ferrazoli L, Rodrigues LC, Oliveira RS, Waldman EA, Houben R. 

BMC Med. 2018 Apr 30;16(1):62. doi: 10.1186/s12916-018-1055-1. 

PMID: 29706130 

  

Growth characteristics of liquid cultures increase the reliability of presumptive identification 

of Mycobacterium tuberculosis complex. 

Pinhata JMW, Felippe IM, Gallo JF, Chimara E, Ferrazoli L, de Oliveira RS. 

J Med Microbiol. 2018 Apr 23. doi: 10.1099/jmm.0.000734. [Epub ahead of print] 

PMID: 29687767 

  

Spoligotyping analysis of Mycobacterium tuberculosis with TB-sprint technology. 

Ali S, Sola C, Harrison M, Tahir M, Sheed Khan A, Mumtaz M, Chimara E, Hassan F. 

J Biol Regul Homeost Agents. 2018 Mar-Apr;32(2):275-281. 

PMID: 29685006 

  

Evaluation of inhibitors for development of a selective medium for isolation of Leptospira spp. 

from clinical samples. 

Pinhata JMW, Blanco RM, Romero EC. 

Lett Appl Microbiol. 2018 Mar 25. doi: 10.1111/lam.12887. [Epub ahead of print] 

PMID: 29575146 

  

Detection of multidrug-resistant tuberculosis from stored DNA Samples: A multicenter study. 

Rabodoarivelo MS, Brandao A, Cergole Novella MC, C Bombonatte AG, Imperiale B, 

Rakotosamimanana N, Morcillo N, Rasolofo V, Palomino JC, Martin A. 

Int J Mycobacteriol. 2018 Jan-Mar;7(1):40-44. doi: 10.4103/ijmy.ijmy_193_17. 

PMID: 29516884 

  

Draft Genome Sequence of a Pathogenic Vibrio vulnificus Strain Isolated in Brazil. 

Tiba-Casas MR, Lemes-Marques EG, Almeida EA, Soares FB, Camargo CH. 

Genome Announc. 2018 Feb 15;6(7). pii: e01274-17. doi: 10.1128/genomeA.01274-17. 

PMID: 29449396 

  

Emergence of resistance to ciprofloxacin in Neisseria meningitidis in Brazil 

Gorla MC, Cassiolato AP, Pinhata JMW, Moraes C, Corso A, Gagetti P, Lemos AP. 

J Med Microbiol. 2018 Jan 18; ahead of print. doi: 10.1099/jmm.0.000685 

  
  

https://www.ncbi.nlm.nih.gov/pubmed/29650385
https://www.ncbi.nlm.nih.gov/pubmed/29650385
https://www.ncbi.nlm.nih.gov/pubmed/29717974
https://www.ncbi.nlm.nih.gov/pubmed/29717974
https://www.ncbi.nlm.nih.gov/pubmed/29706130
https://www.ncbi.nlm.nih.gov/pubmed/29706130
https://www.ncbi.nlm.nih.gov/pubmed/29687767
https://www.ncbi.nlm.nih.gov/pubmed/29687767
https://www.ncbi.nlm.nih.gov/pubmed/29685006
https://www.ncbi.nlm.nih.gov/pubmed/29575146
https://www.ncbi.nlm.nih.gov/pubmed/29575146
https://www.ncbi.nlm.nih.gov/pubmed/29516884
https://www.ncbi.nlm.nih.gov/pubmed/29449396
http://jmm.microbiologyresearch.org/content/journal/jmm/10.1099/jmm.0.000685


PUBLICAÇÕES DE 2018 

CENTRO DE BACTERIOLOGIA – Instituto Adolfo Lutz 

 

 
Large-scale evaluation of a rapid diagnostic test for diarrhea caused by 

enterotoxigenic Escherichia coli targeting the heat-labile toxin. 

Henrique C, Caetano BA, Mitsunari T, Dos Santos LF, Piazza RMF, Rocha LB. 

J Microbiol Methods. 2018 Jan;144:125-127. doi: 10.1016/j.mimet.2017.11.020. Epub 2017 Nov 

23. 

PMID: 29175533 

  

Genetic diversity, anti-microbial resistance, plasmid profile and frequency of the Vi antigen 

in Salmonella Dublin strains isolated in Brazil. 

Vilela FP, Frazão MR, Rodrigues DP, Costa RG, Casas MRT, Fernandes SA, Falcão JP, 

Campioni F. 

Zoonoses Public Health. 2018 Feb;65(1):e34-e43. doi: 10.1111/zph.12407. Epub 2017 Sep 24. 

PMID: 28944617 

  

Draft genome sequence of a KPC-2-producing Klebsiella pneumoniae ST340 carrying blaCTX-

M-15 and blaCTX-M-59 genes: a rich genome of mobile genetic elements and genes encoding 

antibiotic resistance. 

Casella T, de Morais ABZ, de Paula Barcelos DD, Tolentino FM, Cerdeira LT, Bueno MFC, 
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